CL, Lei M. Altered sinoatrial node function and intra-atrial conduction in murine gain-of-function Scn5aϩ/⌬KPQ hearts suggest an overlap syndrome. Am J Physiol Heart Circ Physiol 302: H1510-H1523, 2012. First published January 27, 2012; doi:10.1152/ajpheart.00357.2011.-Mutations in SCN5A, the gene encoding the pore-forming subunit of cardiac Na ϩ channels, cause a spectrum of arrhythmic syndromes. Of these, sinoatrial node (SAN) dysfunction occurs in patients with both loss-and gain-of-function SCN5A mutations. We explored for corresponding alterations in SAN function and intracardiac conduction and clarified possible mechanisms underlying these in an established mouse long QT syndrome type 3 model carrying a mutation equivalent to human SCN5A-⌬KPQ. Electrophysiological characterizations of SAN function in living animals and in vitro sinoatrial preparations were compared with cellular SAN and two-dimensional tissue models exploring the consequences of Scn5aϩ/⌬KPQ mutations. Scn5aϩ/⌬KPQ mice showed prolonged electrocardiographic QT and corrected QT intervals confirming long QT phenotypes. They showed frequent episodes of sinus bradycardia, sinus pause/arrest, and significantly longer sinus node recovery times, suggesting compromised pacemaker activity compared with wild-type mice. Electrocardiographic waveforms suggested depressed intra-atrial, atrioventricular node, and intraventricular conduction in Scn5aϩ/⌬KPQ mice. Isolated Scn5aϩ/ ⌬KPQ sinoatrial preparations similarly showed lower mean intrinsic heart rates and overall slower conduction through the SAN to the surrounding atrium than did wild-type preparations. Computer simulations of both single SAN cells as well as two-dimensional SAN-atrial models could reproduce the experimental observations of impaired pacemaker and sinoatrial conduction in terms of changes produced by both augmented tail and reduced total Na ϩ currents, respectively. In conclusion, the gain-of-function long QT syndrome type 3 murine Scn5aϩ/⌬KPQ cardiac system, in overlap with corresponding features reported in loss-of-function Na ϩ channel mutations, shows compromised SAN pacemaker and conduction function explicable in modeling studies through a combination of augmented tail and reduced peak Na ϩ currents.
INHERITED MUTATIONS in SCN5A, the gene encoding the poreforming subunit of the cardiac type Na ϩ channel, cause a spectrum of disease entities, Na ϩ channelopathies, which include multiple arrhythmic syndromes. Loss-of-function SCN5A mutations were first reported in patients with rare familial sinus bradycardic syndromes by Benson and colleagues (7) . They were subsequently linked to familial sick sinus syndrome (17, 36, 39) , for which 14 loss-of-function sick sinus syndrome-associated SCN5A mutations have so far been identified (23) . However, sinus node dysfunction has also been reported in patients with gain-offunction SCN5A mutations associated with long QT syndrome type 3 (LQT3) in apparent overlap with the previous examples (41) . This similarly presented as significantly depressed mean heart rates (HRs) (28) and episodes of sinus pause and arrest (16) . These could exacerbate risks of lethal ventricular arrhythmias: in LQT3, QT prolongation associated with potentially lifethreatening ventricular arrhythmias are most pronounced at lower HRs but virtually absent at high HRs (1, 4) . Furthermore, sinus node dysfunction often occurs in association with other, acquired, heart conditions, such as heart failure and cardiac ischemia, that often accompany QT prolongation (47) .
These similar clinical findings bearing on sinoatrial (SA) function, associated with contrasting SCN5A mutations, parallel previous reports of overlap syndrome involving ventricular arrhythmogenicity in LQT3 and Brugada syndrome (BrS) patients. Conversely, a number of mutations appear with more than one phenotype in different patients (24, 25, 33, 34) . Thus, a single Na ϩ channel mutation involving the deletion of Lys 1500 (⌬K1500) is associated not only with LQT3 but also BrS and conduction system disease (16) . The D1795 insertion is similarly associated with both LQT3 and BrS and results in a 62% reduction of Na ϩ channel expression (3, 32) . Finally, clinical phenotypes overlaping with those observed in BrS have also been reported in patients carrying the SCN5A-⌬KPQ mutation (27) .
The present study examined SA function in gain-of-function murine Scn5aϩ/⌬KPQ hearts (20) . These complement previous studies (18, 21) on SA node (SAN) function made in loss-of-function Scn5a ϩ/Ϫ hearts. In so doing, it was possible to demonstrate a corresponding overlap syndrome involving SAN function in murine systems containing these gain-and loss-of-function variants. Murine systems have previously proven useful in studies of other conditions involving clinical electrophysiological abnormalities.
MATERIALS AND METHODS
Experimental animals. All procedures were performed in licenced institutional premises under UK Home Office project licence No. 80/1974 and approved by a university ethics review board, all approved under the UK Animals (Scientific Procedures) Act (1986) . Heterozygote Scn5aϩ/⌬KPQ and wild-type (WT) mice were maintained at room temperature and 12:12-h light-dark cycles and fed with sterile rodent chow with free access to water. Offspring from heterozygote Scn5aϩ/⌬KPQ and WT breeding pairs were genotyped, weaned, and used when of the correct age. Mice were bred on a 129/sv genetic background (Harlan, UK). The experiments examined electrophysiological characteristics of Scn5aϩ/⌬KPQ hearts at the levels of whole anesthetized animals, isolated hearts, and isolated tissue preparations. The experiments used mice aged 6 -9 mo.
Experiments in anesthetized animals. As we were studied apparently depressant effects on conduction in a system thought paradoxically to result in a gain-of-function mutation, our electrocardiographic experiments were made independently using two anesthetics to avoid interpretations based on anesthetic as opposed to genetic effects. The stock ketamine-containing anesthetic solution consisted of 1.8 ml of 100 mg/ml ketamine hydrochloride (Ketaset, Fort Dodge, UK), 0.35 ml of 23.32 mg/ml xylazine hydrochloride (Rompun, Bayer, Leverkusen, Germany), and 2.85 ml of sterile phosphate base solution. Mice were anesthetized at a dose of 0.10 ml/10 g body wt injected into the left peritoneal cavity 15 min before electrical recording. When avertin (2,2,2-tribromo-ethanol, Sigma, Poole, UK) was used as anesthetic, it was administered in a 24 mg/ml solution at a dose of 0.10 ml/10g body wt. The injection was given intraperitoneally into the left peritoneal cavity 5 min before electrical recording. Anesthetized mice were placed on a heating pad with continuous monitoring of body temperature for the following measurements.
Three-lead limb ECGs were recorded through subcutaneous needle electrodes using a Powerlab 26T system (AD Instruments, Hastings, UK). The resulting digital recordings (16 bit, 2 kHz/channel) were analyzed using the Chart version 6.0 program (AD Instruments) to obtain the signal-averaged ECG. T-wave durations and QT intervals were measured in lead II. As previously reported, the recorded ECGs returned to baseline either with or without a slow undershoot. When such an undershoot was absent, values of the QT interval were estimated as the interval between the onset of the QRS complex as indicated by the Q wave deflection or, where this was absent, the base of the R wave and the moment after the T wave peak when the first derivative of the voltage trace (dV/dt) became zero. When such undershoots were present, the end of the QT interval was estimated from the minimum value of the undershoot. QT intervals were then also corrected for HRs using the following formula: QTc ϭ QT/(RR/ 100) 1/2 , where QTc is the corrected QT interval and RR is the R-R interval (26) .
Measurements of sinus node recovery times (SNRTs) used an ultraminiature octapolar 1.1-Fr electrophysiology catheter connected to either recording or stimulating leads (EPR-800, Millar Instruments, Houston, TX) placed in the esophagus. Placement of these oesophageal electrodes was aided by an observation of approximately equal amplitudes of atrial and ventricular contributions to the electrical waveforms during continuous monitoring of transesophageal ECGs. Such determinations of SNRT were made after the simultaneous recording of the baseline surface and esophageal ECG for 5 min. This was then followed by esophageal pacing at a cycle length (CL) of 100 ms for 30 s before the protocols used to determine SNRT.
Experiments in isolated tissue preparations. Isolated SAN preparations were obtained from mice after their death by cervical dislocation [Schedule I, UK Animals (Scientific Procedures) Act (1986)]. Multielectrode array recordings of extracellular potentials applied to such isolated SAN preparations permitted the construction of SAN activation maps and measurements of SAN CL and sinoatrial conduction time as previously described (21) . The SA preparations were set up as previously described (22) . After dissection of the SAN and surrounding atrial muscle, the preparation was placed endocardial surface up in a tissue bath and superfused with Tyrode solution [containing (in mM) 140 NaCl, 5.4 KCl, 1.8 CaCl2, 1 MgCl2, 10 glucose, and 5 HEPES; pH 7.4 with NaOH (22) ] maintained at a temperature of 37 Ϯ 0.5°C and at a flow rate of 4ϳ5 ml/min. Electrical signals were obtained from the surface of this preparation by apposing a custom-made electrode array consisting of 64 separate electrodes (Teflon-coated silver wires, 0.125-mm diameter, Science Products) in a square 8 ϫ 8 configuration with an interelectrode distance of 0.55 mm. The total dimensions of the entire array were thus ϳ4 ϫ 4 mm. As the mouse SAN has dimensions of ϳ0.5 ϫ 1 mm, considerably smaller than those of other animals in which the SAN has been studied (e.g., 3 ϫ 5 mm in the rabbit), the array therefore covered the entire SAN as well as the surrounding atrium, extending to the crista terminalis, atrial septum, and the superior and inferior venae cavae. The multielectrode array was first placed upon the tissue. The position of the SAN was determined by locating the recording element that showed the earliest deflection and using this as a reference point for which to construct our isochronal map. Unipolar electrical recordings were then obtained using a large reference electrode located close to the array but not directly touching the tissue, acting as the indifferent pole.
The 64 recording electrodes were connected through shielded wires to two 32-channel amplifiers (SCXI-1102C, National Instruments, Newbury, UK). The sampling frequency for each channel was set at 2 kHz; at such sampling frequencies, our data storage capacity permitted the collection of records lasting not more than ϳ20 s. Signals were continuously stored on disk and displayed onscreen using a custom-developed program written in Labview 7.0.
Propagation maps were then derived by offline analysis. Signals were displayed onscreen in sets of 8 -16 electrograms. The activation time was determined as the point of maximal negative slope and marked with a cursor. After all significant waveforms in all leads were marked, the activation times were then displayed in a grid representing the layout of the original recording array. All activation times (in ms) were related to the timing of the first detected waveform. Isochrones were drawn manually around areas activated in steps of 5 ms.
Definition of arrhythmic events. Sinus bradycardia and tachycardia were defined as Ն30% reductions or increases of the baseline HR, respectively, from the control condition. Sinus pause was defined as a spontaneous interruption in the regular sinus rhythm, with the pause lasting for a period not an exact multiple of the sinus cycle. Sinus arrest was defined as the cessation of SAN pacemaker activity; the ventricles may continue to beat under ectopic atrial, atrioventricular junctional, or idioventricular control.
Computer simulations. The consequences of LQT3-associated Scn5aϩ/⌬KPQ mutations were explored using previously developed 1) cellular models of central and peripheral SAN cells (45) and 2) two-dimensional (2-D) tissue models of intact SAN-atrial tissue. This incorporated accurate representations of single SAN and right atrial (RA) cells (2) and a histologically reconstructed geometry of a single slice of the rabbit RA through the atrial muscle of the crista terminalis and the intercaval region including central and peripheral SAN areas (10, 12) . These were represented by a regular Cartesian grid of 210 ϫ 45 nodes at a high (40 m) spatial resolution. This corresponds to two to four times the diameter of a cardiac myocyte. For each node, a flag variable was used to identify whether it possessed a SAN or RA cell type, as indicated by the immunohistochemical mapping data. The resulting 2-D anatomic partial differential equation (PDE) model of the intact SAN-atrium was solved using the explicit Euler method with a five-node approximation of the Laplacian operator. The effects of the Scn5aϩ/⌬KPQ Na ϩ channel mutation were modeled by modifying previous equations (45) 
where ENa is the Na ϩ equilibrium potential, R is the universal gas constant, F is Faraday's constant, T is the absolute temperature, and [Na ϩ ]o and [Na ϩ ]i are extracellular and intracellular Na ϩ concentrations. The voltage-dependent opening rate constant of the prolonged Na ϩ current (␣m L ) was calculated as follows:
where Vm is membrance potential. The corresponding closing rate constant (␤m L ) was calculated as follows:
These give the time constant m L of the activation variable mL as follows:
Similarly, the time constant (h L ) of the inactivation variable, hL, of the late Na ϩ current was calculated as follows: 
INa,L is then given by the following:
The 2-D model used was based on the SAN "gradient model" (2, 45) . This incorporated established findings that cell size and, therefore, cell membrane capacitance (C m) gradually increases from the SAN center to its periphery, varying from 20 to 65 pF. It also assumed a simple correlation between Na ϩ current density and cell capacitance. It further considered experimentally established regional differences in electrophysiological properties and gap junction coupling between the SAN center, periphery, and atrial tissue (12) . The experimentally observed reduced excitability in the "conduction block zone" adjacent to the SAN on the same side as the atrial septum was modeled by reductions in the density of L-type Ca 2ϩ current as previously described (10) . Action potential (AP) conduction involving intercellular electrical coupling through gap junctions was modeled by adapting the diffusion equation to Vm in the form of the following PDE:
where t is time, ٌ is the spatial gradient operator, D is a diffusion coefficient that characterizes the electrotonic spread of voltage, and I tot is the total ionic current. The parameters used in both the cellular and tissue models have been validated in our previous studies. Use of these parameters in the 2-D tissue model (such as the value of D) was validated by the ability of the 2-D model to reproduce the experimentally observed sequence of AP initiation and conduction through the rabbit SAN and atrium. The 2-D anatomic PDE model of the intact SAN-atrium was solved using the explicit Euler method with a five-node approximation of the Laplacian operator. In numeric simulations, the time step was 0.005 ms and the space step was 0.04 mm. Corroborative simulations using a range of time and space steps confirmed that this gave accurate and convergent numeric solutions.
Statistical analysis. All data are reported as means Ϯ SE. One-way repeated-measures ANOVA was used to compare values of measurements obtained from the same heart before and after treatment. When ANOVA revealed the existence of a significant difference among values, the ANOVA test was applied to determine the significance of a difference between a selected group's means. Fisher's exact test was used as appropriate for categorical variables. P Ͻ 0.05 was taken as an upper limit to indicate a significant difference.
RESULTS
Electrocardiographic characteristics. SAN automaticity was first characterized using ECG recordings and esophageal electrical pacing in anesthetized mice. Figure 1 shows typical results from lead II surface ECG recordings from 12 WT and 10 Scn5aϩ/⌬KPQ mice under ketamine anesthesia (A and B) and 19 WT and 19 Scn5aϩ/⌬KPQ mice under avertin anesthesia (C and D). Previous work has indicated that ketamine anesthesia provides reliable relaxation, sedation, and analgesia in mice but also exerts bradycardic effects (19) . This was also observed in the present study. Accordingly, corroborating experiments used an alternative commonly used anesthetic, avertin. This exerted smaller effects on HRs. WT (Fig. 1, A and C) and Scn5aϩ/⌬KPQ (Fig. 1, B and D) recordings obtained in the presence of ketamine (Fig. 1, A and B) and avertin (Fig. 1, C and D) otherwise showed similar ECG waveforms, apart from longer basic CLs with ketamine. Waterfall representations confirmed the consistency of successively obtained ECG waveforms (Fig. 1, E and F) . Sets of 200 individual ECG waveforms were accordingly used to derive averaged waveforms (Fig. 1, G and H) to determine specific electrocardiographic parameters. Scn5aϩ/⌬KPQ mice showed evidence of abnormal ventricular repolarization, as reflected in increased ECG QT and QT c intervals (after correction for RR intervals) compared with WT mice, consistent with a previous study (20) Table 1 ]. They also showed longer PR intervals and QRS durations, suggesting conduction abnormalities. Fig. 3 . Examples of lead II ECG recordings of arrhythmic events in Scn5aϩ/⌬KPQ mice. A: bradycardic episodes occurring before and after a period of normal sinus rhythm. Insets show that the corresponding detailed ECG waveforms were normal. bpm, beats/min. B: sinus pause occurring after a sequence of seven normal P wave deflections. C: sinus arrest showing an episode in which P waves were absent. D: persistent second-degree 2:1 atrioventricular block in which QRS complexes failed to follow alternate P waves. E: episodes of third degree atrioventricular block showing dissociation between P wave and QRS deflections.
Further assessments of SAN function evaluated SNRTs by applying a burst pacing protocol over a 30-s stimulation period by esophageal electrical pacing. Figure 2 shows the resulting traces from WT (A and C) and Scn5aϩ/⌬KPQ (B and D) hearts under ketamine (A and B) and avertin (C and D) anesthesia. Scn5aϩ/⌬KPQ animals gave SNRT values of 433.2 Ϯ 29.5 ms (n ϭ 10) and 233.2 Ϯ 23.9 ms (n ϭ 6) under ketamine and avertin anesthesia, respectively. These were significantly greater than the respective WT values of 293.8 Ϯ 17.6 ms (n ϭ 12) and 159 Ϯ 0.6 ms (n ϭ 5) (ketamine: P Ͻ 0.001 and avertin: P Ͻ 0.05). Similarly, use of ketamine rather than avertin resulted in significantly greater SNRTs in both Scn5aϩ/⌬KPQ (P Ͻ 0.05) and WT (P Ͻ 0.05) mice. These findings suggest depressed SAN function in Scn5aϩ/⌬KPQ mice that could translate into the occurrence of bradycardic episodes reported in LQT3 patients, which might, in turn, contribute to the risks of developing ventricular arrhythmogenesis.
Finally, we explored for arrhythmic events implicating alterations in either SAN or atrioventricular node function both under baseline ECG recording conditions and after burst pacing. Different Scn5aϩ/⌬KPQ mice but not WT mice showed episodes of 1) sinus bradycardia (Fig. 3A) and tachycardia, defined, respectively, as episodes containing Ն30% reductions or increases in baseline HR (43); 2) sinus pause, defined as a spontaneous interruption in the regular sinus rhythm lasting for a period that was not an exact multiple of the sinus cycle (Fig.  3B) ; 3) episodes of ectopic, atrial, or junctional rhythms as well as periods during which there was sustained cessation of SAN pacemaker activity (Fig. 3C) ; and 4) episodes of atrioventricular block (Fig. 3, D and E) . Table 2 shows the frequencies of these abnormal conduction phenomena both before and after burst pacing. Fisher exact tests suggested that their incidences did not differ between WT and Scn5aϩ/⌬KPQ mice with either anesthetic before burst pacing. However, burst pacing combined with the use of ketamine, but not avertin, anesthesia unmasked increased incidences of sinus bradycardia and atrioventricular block in Scn5aϩ/⌬KPQ mice.
Mapping of impulse generation and conduction in isolated SA preparations. SAN pacemaker activity and SA and atrial conduction properties were then compared in WT and Scn5aϩ/ ⌬KPQ hearts using isolated SA preparations. A custom-made 64-electrode array simultaneously recorded extracellular potentials successfully from most of the 64 sites from the SAN and surrounding atrial muscle. The position of the SAN was identified as the earliest point at which the spontaneously recorded electrical activity took place by comparing the AP latencies at the different points and determining the earliest point in which spontaneous electrical activity was recorded. This varied between hearts, but with no discernible differences in pattern between WT and Scn5aϩ/⌬KPQ mice. Furthermore, preliminary explorations of a series of cardiac cycles over recording times of ϳ1 s demonstrated that, although there were variations in the detailed pattern of the current spread between cycles, there was persistent overlap between regions showing the earliest APs. Thus, we did not detect electrophysiological evidence of beat-to-beat variations in the precise position of the principal pacemaker site. Areas with electrical activity with similar latencies were color coded and separated by isochrones corresponding to intervals of 0 -5, 5-10, and 10 -15 ms separating the onset of firing and response.
Electrophysiological properties of Scn5aϩ/⌬KPQ SA preparations. Figure 4 shows typical records of extracellular potentials (A and C) and activation maps (B and D) from the endocardial surface of WT (A and B) and Scn5aϩ/⌬KPQ (C and D) SA preparations. The stars in Fig. 4 indicate the pacemaker sites at which electrical activity was initiated. AP traces at different recording points are exemplified by the traces labeled 1-8 in Fig. 4 , A and C, and were mapped onto the correspondingly numbered positions shown in the activation map in Fig. 4 , B and D. This process was used to construct activation maps in which isochrones separated their different time intervals after the initiation of SAN pacemaker activity. These revealed a spreading pattern, in which a significant number of records suggested a slower conduction toward the septum compared with conduction toward the crista terminalis. Comparison of these revealed substantially larger areas of tissue enclosed by the earliest isochrone (0 -5 ms) suggesting substantially slower activation sequences in Scn5aϩ/⌬KPQ hearts compared with WT hearts (Fig. 4, B and D) . Figure 4E shows findings of this kind that were obtained from 12 WT hearts and 10 Scn5aϩ/⌬KPQ hearts. The results shown in 4E summarize the number of electrodes that showed excitable activity at different times after the initiation of each electrical cycle. This was expressed as a percentage of the total number of electrodes that eventually showed electrophysiological activity and thereby provided normalized indications of the extent of spread of excitation at different times. There was a significant lag in the initial spread of excitation shown by Scn5aϩ/⌬KPQ hearts compared with WT hearts. The results shown in Table 3 further quantify this spread of excitation. Table 3 shows measurements of the time intervals between electrical activity at the pacemaker site and activity observed in strategic, identifiable, anatomic regions. Results were based on observations obtained in 10 Scn5aϩ/⌬KPQ preparations and 12 WT preparations mapped over 15-20 s/preparation. The conduction velocity from the SAN to different anatomic points in the atria, namely, the atrial septum and RA, was given by the following simple formula: conduction velocity ϭ conduction time/conduction distance. Conduction distance was defined as the distance from the position of the multielectrode showing the earliest evidence of electrical activity to the anatomic point in question. Although we did not allow for the detailed nature of the propagation pathway, these measurements gave us a useful estimate of the rate of conduction. Scn5aϩ/⌬KPQ preparations showed a significantly depressed sinus rate (222.7 Ϯ 24.3 beats/min, n ϭ 10) compared with WT preparations (331.2 Ϯ 22.7 beats/min, n ϭ 12), consistent with the evidence for SAN depression indicated in the previous electrocardiographic results in anesthetized intact SA preparations (19) . Scn5aϩ/⌬KPQ preparations showed significantly greater excitation latencies and therefore slowed conduction velocities for the spread of excitation between the SAN and atrial septum.
Computation analysis predicts overlapping loss-and gainof-function changes in the SAN with Scn5aϩ/⌬KPQ. The experimental findings thus associated Scn5aϩ/⌬KPQ with a complex set of physiological changes compromising both Values are means Ϯ SE. CT, conduction time; CV, conduction velocity. *P Ͻ 0.05 vs. control; **P Ͻ 0.01 vs. control.
pacemaker function and SAN and atrial conduction. The final simulation experiments explored for simplified explanations for such changes in terms of altered Na ϩ channel properties that have been associated with the genetically modified systems under study. They explored both the effects of prolonged tail Na ϩ currents (I Na,L ) reported in earlier analyses of Scn5aϩ/⌬KPQ mutations (20) as well as of altered maximum Na ϩ currents (I Na,T ) associated with the loss-of-function Scn5a ϩ/Ϫ system previously described (21) . They thus modeled the consequences of 1) a loss of Na ϩ channel function, which would result in a reduction in maximum Na ϩ current, as occurs in Scn5a ϩ/Ϫ animals; 2) a gain of Na ϩ channel function, which would result in prolonged I Na,L , as suggested by Ref. 20 on the basis of ventricular properties; and 3) an overlap situation in which there was both a loss of Na ϩ channel expression and a modification of the properties of the Na ϩ channels still present. The computational approach was particularly useful in being able to model both peripheral and central SAN cells as well as to explore the resulting properties in full 2-D systems. The results of the different combinations of conditions that were most consistent with the third possibility above are summarized below.
This analysis was first performed at the single cell level for central (Fig. 5,i) and peripheral (Fig. 5,ii simulations computed AP waveforms (Fig. 5A) , CLs (Fig. 5B) , AP durations (APDs; Fig. 5C ), peak AP amplitudes (Fig. 5D) , maximum rates of voltage change during the AP [(dV/dt) max ], which, in turn, would provide an indication of alterations in conduction velocity at the multicellular level (E), and minimum diastolic potential (MDP; Fig. 5F ). These demonstrated that a combination of both increased CL and reduced (dV/ dt) max require simulations involving both reduced I Na,T and the introduction of I Na,L .
Thus, first, computations testing the consequences of adding prolonged I Na,L at magnitudes of 0%, 3%, 6%, and 18% of the normal (100%) total WT I Na,T in the presence of a normal I Na,T (Fig. 5) demonstrated 1) increased CL, APD, AP peak, and (dV/dt) max but not MDP in central SAN cells (Fig. 5,i) and 2) similarly increased CL and APD but not MDP but had less marked effects on AP peaks and (dV/dt) max in the SAN periphery (Fig. 5,ii) . It thus predicted slowed HR and prolonged APDs but not altered conduction properties. Second, reductions in I Na,T to 70% of its WT level in the absence (0%) of prolonged I Na,L replicated the reductions in (dV/dt) max but did not predict prolongations in CL and APD and reductions of AP peak and MDP (Fig. 6,i) in the peripheral SAN cell (Fig. 6) . They thus only replicated the conduction velocity but not the HR changes. Finally, however, computations performed for the peripheral SAN cell (Fig. 6 ) that both reduced I Na,T to 70% of its WT level and introduced prolonged I Na,L with a magnitude of 6% of I Na,T predicted both increases in CL and APD without affecting the AP peak and reductions in (dV/dt) max (Fig. 6,ii) . They thus replicated both the changes in conduction velocity and the altered HRs. Further 2-D simulations of an AP first initiated in the center of the SAN and then propagating in both directions toward the atrial septum and RA and crista terminalis similarly required both marked reductions in I Na,T and the presence of low (ϳ3-6%) levels of I Na,L to simulate the changes in both conduction times and CL reported by the present experiments.
Thus, first, progressively increasing I Na,L from 0% (Fig. 7A ) to 3% (Fig. 7B), 6% (Fig. 7C), and 18% (Fig. 7D) of control I Na,T in the presence of a normal (100%) I Na,T neither significantly altered conduction times nor produced large changes in CL (which were Ͻ10%). Second, a combination of reducing I Na,T to 35% of its normal value and increasing I Na,L from 0% (Fig. 8A) to 3% (Fig. 8B), 6% (Fig. 8C) , and 18% (Fig. 8D) of control I Na,T (Fig. 8E) reproduced both an SA exit block leading to large increases in conduction time from the SAN to atrial septum and also, although less so, from the SAN to RA as well as marked changes in CL (Fig. 8F) . Finally, progressive reductions in I Na,T from 100% (Fig. 9A) to 80% (Fig. 9B) , 70% (Fig. 9C) , and 35% (Fig. 9D ) of its control value in combination with I Na,L maintained constant at 6% of the control I Na,T (Fig. 9 , E and F) significantly prolonged both conduction times and CLs.
DISCUSSION
Human LQT3 syndrome is associated with gain-of-function alterations in the cardiac Na ϩ channel. Yet it has also been associated with arrhythmic features attributable to sinus node dysfunction, thereby overlapping phenotypes normally associated with loss of Na ϩ channel function (41) . Such overlaps have been reported clinically with ⌬KPQ1505-1507 (28), D1790G (5), E1784K (42), 1795insD (8, 38) , and ⌬K1500 mutations (16) . Corresponding physiological findings have been replicated in WT murine hearts in which increased slowly inactivating late Na ϩ current components produced by the sea anemone Anemonia sulcata toxin increased CLs, PR intervals, and SNRTs in addition to prolonging electrocardiographic QT intervals and resulting in ventricular tachycardia. These phenomena were inhibited by inhibiting late Na ϩ currents using ranolazine (43) .
The present experiments went on to demonstrate such overlapping phenotypes in a murine system replicating genetic (⌬KPQ1505-1507) changes known to underlie LQT3 for the first time. They first verified the hypothesis that murine hearts carrying the gain-of-function Scn5aϩ/⌬KPQ variant modeling LQT3 (20, 29, 37) can show bradycardic phenotypes resem- bling those associated with a loss of Na ϩ channel function (21) . They then explored the physiological basis for these changes at the SAN and atrial tissue levels, thereby implicating changes in both pacemaker and conduction function in these phenomena.
Thus, the ECG experiments demonstrated significantly altered SAN pacemaker function in Scn5aϩ/⌬KPQ mice. Admittedly intact WT and Scn5aϩ/⌬KPQ preparations showed similar baseline HRs, slower with ketamine than avertin anesthesia, confirming previous results (19) . However, Scn5aϩ/ ⌬KPQ but not WT hearts showed episodes of sinus bradycardia, sinus pause, and sinus arrest. They also showed significantly longer SNRTs after burst pacing than WT hearts, reflecting more greatly suppressed SAN pacemaker function after overdriven conditions. The ECG experiments also demonstrated conduction abnormalities in the form of episodes of second-and third-degree heat block in Scn5aϩ/⌬KPQ but not WT hearts. Scn5aϩ/⌬KPQ hearts showed prolonged PR intervals and QRS durations compared with WT hearts.
Experiments using isolated preparations then directly attributed these changes to SAN pacemaker function and conduction at the tissue level. Isolated WT preparations showed HRs similar to those reported in intact preparations on an earlier occasion (21) . In contrast, Scn5aϩ/⌬KPQ preparations showed lower mean intrinsic HRs than did the corresponding intact preparations, or either isolated or intact WT preparations, consistent with their possible correction by autonomic activity. Multiarray electrode mapping experiments revealed a spreading pattern of excitation from the SAN. A number of records demonstrated a slower conduction toward the septum than toward the crista terminalis. This was in general agreement with previous reports of block zones between the leading SAN pacemaker site and the interatrial septum, which have been observed in several species (9, 13) . Such delayed activation in the SAN septal margin has been previously observed by optical mapping methods in the mouse heart (15, 30, 40) and in other mammals (13, 14, 31, 35) . They also demonstrated an overall depressed impulse conduction compared with WT preparations. The latter values were in agreement with previous studies (15, 21, 40) using both microelectrode and optical mapping methods. The slowing in Scn5aϩ/⌬KPQ preparations was apparent in their greater excitation latencies and therefore slowed conduction velocities for the spread of excitation between the SAN and septum, although not the RA. These findings from ECG and isolated SAN experiments together suggest slowed intra-atrial, AV node, and intraventricular conduction in Scn5aϩ/⌬KPQ mice in the absence of significant SA exit block. Finally, modeling experiments both at the single cell level and in a 2-D SAN-atrial tissue model then explored simple hypotheses explaining these experimental findings. These considered both contributions from prolonged I Na,L , reported in earlier analyses of Scn5aϩ/⌬KPQ (20) , and altered maximum I Na,T . They explored the general effects of variations in I Na,L and I Na,T reflecting the Scn5aϩ/⌬KPQ mutation upon the key parameters of CL, APD, AP peak, and (dV/dt) max as well as conduction times between strategic structures. This involved the use of a rabbit model, for which the required extensive quantitation was available (2, 10, 45) . Nevertheless, such an approach had previously successfully reproduced experimental findings of depressed HRs and slowed AP propagation through the SAN and from the SAN to atria in a complementary Scn5a ϩ/Ϫ murine atrial model (21) . Furthermore, the incorporation of both gain-or loss-of-function changes in such rabbit models of SAN function had successfully reproduced experimental findings arising from the corresponding mutations in the murine heart (10). This approach followed from previous experimental studies that associated Scn5a variants modeling LQT3 with 1) loss of Na ϩ channel function resulting from negative and/or positive shifts in the respective steady-state inactivation and activation curves, either of which would reduce I Na,T window current; and 2) gain of function in the form of increased I Na,L (6, 8, 11, 16, 39, 42) , previously shown computationally to increase pacemaker CL with 1995insD (39) in a single cell SAN model. However, the latter study had not investigated the ability of the SAN to pace surrounding atrial muscle. This approach also complemented previous simulations of the effects of reducing I Na,T on SAN function (46) that had not clarified either the mechanistic links between the gain of function of I Na,L or the combined effects of reduced I Na,T and augmented I Na,L .
These simulations demonstrated that alterations in I Na,L alone did alter CL but failed to affect (dV/dt) max , a major determinant of conduction, in the SAN periphery. Conversely, reducing I Na,T alone reduced (dV/dt) max but did not produce such increases in CL. However, the combined reduction in I Na,T and introduction of I Na,L reduced both pacemaker function and (dV/dt) max . Extending these experiments using a 2-D model for the intact SAN and atrial tissue provided detailed predictions of conduction to both the atrial septum and atrial tissue. They similarly demonstrated that simulation of the altered conduction times and CLs observed experimentally required both marked reductions in I Na,T and the presence of low (ϳ3-6%) levels of I Na,L . In summary, while showing the electrocardiographic QT and QT c prolongations expected of human LQT3, murine ⌬KPQ1505-1507 hearts demonstrated both compromised SAN function and slowed atrial conduction, in common with findings associated with the loss-of-function Scn5a ϩ/Ϫ mutation (21). These features directly parallel similar overlaps between human LQTS and BrS. These could be explained through systematic simulation experiments in terms of a combination of reduced total I Na,T that might reflect reduced Na ϩ channel expression in combination with I Na,L associated with Scn5aϩ/ ⌬KPQ. The findings thus provide a possible physiological basis for the overlaps observed in the corresponding human conditions.
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